Stamp Results 04/30/14

Jump to: Multiple Alignment Motif Tree Motif Matching
Input file: 58 motifs loaded

Settings: Metric=PCC, Alignment=SWU, Gap-open=1000, Gap-extend=1000, -nooverlapalign

Multiple Alignment=IR, Tree=sUPGMA, Matching against: TRANSFAC

Note: All results files are removed nightly at midnight EST. Please save your results by saving "Webpage,

complete".

Download results as a PDF
Click here to run STAMP again.

Multiple Alignment

(Consensus sequence representations shown, but multiple alignment was carried out on the matrices)
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M2 :
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http://www.benoslab.pitt.edu/stamp/results/1817994798_input.motifs
http://www.benoslab.pitt.edu/stamp/results/1817994798.pdf
http://www.benoslab.pitt.edu/stamp/
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M23: e CCCAGCCC—————————————
M24: e AGAGARAG-——————————-—
M25:  ————e GGGAAGG——————————————~—
M26: AGAAGAAA————————————~—
M27: e AGAAAAG-—————————~—
M28: e AGGCAGA——————————~—
M29: e CAGAGCAG-———————————-
M30: e GGAGGCTG-——————————~—
M31: e GGGAGAG——————————~—
mM32: e TGCAGRG—————————————-
M33: e GCCCAGG———————————————
M34: e GGCGGCGG————————~—
M35: e SCAGGCAG-————————=——
M36: e AGAAAAAG-————————~—
M37: e TGGGGAG-—————————=——
M38:  —m————— CAGGAAA-———————————
M39: e AAATAAAT————————————
M4a0: e AGGGMCAG—————————~—
Ma1: e GGGTGTG-————————~—
M42: e ATTAAAAA-——————————————
M43: e AAATATTT-————————
M4d:  —mmeee SAGAAGCC——————————~—
Ma5: e GCCAGAGC————————————-
M46: e CTGAGGAA—————————————
Ma7:  —mmm———e GNGCTCAG——————————-—
mMag8:  —m—e—— MAAGGAGG———————————-—
M49:  ————e ACCCAGA———————————————
M50:  ————— GCAGGGAC—————————————
mM51: == CTGARAGG———————————————
M52: e GGGAAAA-———————————
M53:  ————— GGCAGAAG-———————————-—
M54: e CAGRGTCC———————————
M55: e CAGGTGAG-—————————-
M56: e AGAAACTT-————————~—
M57:  ————— TGTCTGGR—————————————~—
5 FBP

Familial Profile: £

(click for matrix) A

SR e —


http://www.benoslab.pitt.edu/stamp/results/1817994798FBP.txt
http://www.benoslab.pitt.edu/stamp/results/1817994798FBP.txt
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Motif Tree

Tree (drawn by Phylip) Input Motif Best match in
Click here for Newick-format tree (viewable with MEGA) P TRANSFAC
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(E val: 2.4128e-08)
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http://evolution.genetics.washington.edu/phylip.html
http://www.benoslab.pitt.edu/stamp/results/1817994798.tree
http://www.megasoftware.net
http://www.benoslab.pitt.edu/stamp/results/1817994798_tree.jpeg
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CTTTTCT

. HSF_Moois3
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HSF_M00163
(E val: 8.5599¢-08)

TTTCTTCT
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CalG_as
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(E val: 1.5075e-06)

CTTTCTCT
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Retroviral_M00212
(E val: 1.7006e-05)
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(E val: 1.7481e-05)
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(E val: 1.9223e-07)
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MEF-2_MO00405
(E val: 2.9868e-07)
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(E val: 2.1085e-07)
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(E val: 1.1102e-16)
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Croc 4100266

sk _

Croc_M00266
(E val: 1.8847e-10)

M4

AAATATTT!

'HINF3heta_MO013L

égIA“TAEIIQ

HNF3beta_M00131
(E val: 7.6547e-09)
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mmmmmmmmmmmm

HFH4 MN0T42

7241

HFH4_M00742

M2 (E val: 3.4597¢-06)
}CACACCC tACACCC
AL CACD_MO1113
M41 (E val: 2.1652¢e-11)
s * [TEII-I_MO00706
M3 (E val: 2.3344e-11)
T MAzZ Moos49
M25 (E val: 5.9860e-07)
CrelCCA TCACCCCAC
) - A = - . ° ~
SREBP 1_MO00221
M37 (E val: 1. 65576 06)
T e
VIV AAcé
V14 Lyf 1._MO00141

(E val: 3.8983e-06)
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M3

CTCTCCC
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, MA4Z_MOOGH

{1GGA

MAZ_M00649
(E val: 1.2667¢-07)

M2

Asha’

dIMo0120

A .

dl_M00120
(E val: 9.1139¢-08)

CTCCCCT

BLIMPL_Mo1066

ik Ml

BLIMP1_MO01066

M40 (E val: 5.2274¢-05)
(T0C0x e <100T e

S0 Ttk_MO00009

MO (E val: 5. 7867e 04)
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w c-Ets-1_MO00743

(E val: 1.7743¢-08)
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PBEF_MOLL3

'AAAGS

PBF_MO01130
(E val: 5.0199¢-05)

MB

}TCTTTCCTC

mmmmmmmmm

. PUI_M00658

Gals AAQ

)

PU.1_MO00658
(E val: 6.4223e-06)

M3
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|Z

STATSB_MO00459
(E val: 4.1717e-07)
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, XPF-1_Mo0684

1, Ga AAC

J AT 2CI IC
XPF-1_M00684
(E val: 4.4160e-07)

mmmmmmmmm

E24 M00%M

AcC

A J ==

E2A_M00804

M10 (E val: 3. 1630e 06)
25 SMAD3_MOO701

M2 (E val: 4.4951e-07)
JCT ; CCT . = : CA TA,QIEIE
i NERF1a_M00531

M35 (E val: 3.7708e-06)

i3 ’ PU.l_MOO658

MLLS (E val: 3.4259¢-09)
CTCrerCCT| h'T TCTC
- ARF_MO00438

(E val: 1.7356e-06)
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M30

R SMAD4_M00733

: AATECA *CA CT

—

SMAD4_MO00733
(E val: 4.8026e-05)

Ms1
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(E val: 3.6754¢e-06)

———
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zt M6 . CAC-binding 00720
[ CCC mmmmm , A 4 CI P
M6 CAC-binding_MO00720
(E val: 4.6486e-08)
2 CAC-binding M00T20
L T CT A o aLn CA L &=
CAC-binding_MO00720
M23 (E val: 7.5184e-09)
TOTGRCT ekl
RAP1_MO00213
M49 (E val: 1.5257e-05)
2COAGACA *.ehili 0tz
57 RAP1_MO00213
- (E val: 1.1768e-05)
! H A
71 Nrf-1_M00652
- (E val: 1.0542e-08)
1 AP-2_MO00915
— (E val: 7.2559¢-05)
CriacC.C ‘LCTCA Ce
A7 Dde_MO00304
- (E val: 2.9494¢-06)
CATAcgrl I=<
55 AREB6_MO00412

(E val: 1.2319e-06)
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M®

CTCCTCT!

M
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HSF_MooL6?

o

HSEF_MO00167
(E val: 5.8941e-06)

M4

Tide 00304

C0TCE0e0 ec [ Calle
Dde_M00304

M45 (E val: 1.9571e-05)

I A.C C C

2 Eve_MO00629

(E val: 1.6856e-05)

CAGAGTCC
54

SFIMNT?

S0

SF1_MO00727
(E val: 1.2206e-04)

‘<AGAAGCO
44

PEND_MO1015

AACAAST

PEND_MO01015
(E val: 2.5550e-04)

PUI_M00653

53 PU.1_M00658
(E val: 2.7315e-04)
J mmmmm c S c =EA SAATAEZ N =
7 GC_MO00255
- (E val: 4.5763e-13)
M15 KROX_MO00982

(E val: 4.5445e-12)




Stamp Results

CC 00000
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ERE2_M01057

LCC cC

ERF2_MO01057
(E val: 4.9441e-09)

nnnnnnnnn

) GC_Mo0s3

2
H
0 A

GC_MO00255
(E val: 4.0909¢-08)

SATAE TN =

M2

CTCCTCC

WILMo1113

(0o

WT1_MO1118

(E val: 2.8333e-05)

MO

Name

FOXP1_MO00987

HSF_MO00163

STE11_MO00274

BR-C_M00092

STE11_MO01005

Motif Similarity Matches

M MO_rev

nnnnnnnnnnnnnnnnnnnn

———————————

nnnnnnnnnnnnnnnnnnnn

———————————

forward reverse compliment
E value Alignment
AAAGAAAAAAAAAAAAAAAA
2.4128e-08
—-ATAAAAAACAACACAAATA
TTTTTTTTTTTTTTTTCTTT
4.2848e-08
———NTTCTNTTCTNTTC——-—
AAAGAAAAAAAAAAAAAAAA-
7.0725e-08
————-WNNNNAACAAAGAAANW
AAAGAAAAAAAAAAAAAAAA
1.5064e-07
————RANAAATAGNWNNNN-—
TTTTTTTTTTTTTTTTCTTT
5.6586e-07

—————— TTTCTTTGTTC———

Motif

FOXPI_MOMST

ol

i AAié Aﬁié AAﬁ

STEL1_MO02T4

STELL MO10S

T




MCMI1+SFF_MO01051 6.3557e-07

BR-C_M00094 6.0444e-05
XFD-3_M00269 6.3144e-05
HSF_MO00167 2.1274e-04
Rim101p_MO01030  2.2806e-04

Stamp Results

TTTTTTITTITTITITITICITT———————
—TTRTTTANNTWTTNCCNNWTTNGGNA

TTTTTTTTTTTTTTTTCTTT
———————— TTWTSTTTAYWW

TTTTTTTTTTTTTTTTCTTT
—————— WKWTTGTTTACWN-

TTTTTTTTTTTTTTTTCTTT
———NTTCNNTTCNNTTC——-

TTTTTTTTTTTTTTTTCTTT
————————————— TTNCTTG

04/30/14
CQA M% AIAMCAA
ﬁFTAAT CMAA

XED-3 M09

% _A AAAC $¢é¢

HSF_M0l67

T

Riml01p_M01030

CalCas

MIL_res

Tt

nnnnnnnnnnnnn

M11 ARAVARAAVAARR 7 i=wieieieiiins
forward )
reverse compliment
Name E value Alignment
FOXP1_MO00987  1.523%-12 ~~~AAAAACAAARCARAA-
ATAAAAAACAACACAAATA
HSF_MO00167 5.0875e-08 —TTTTGTTTTGTTTTT
NTTCNNTTCNNTTC——
HSF_MO00163 2.9159-07 TTTTGTTTTGTTTTIT
—NTTCTNTTCTNTTC
STE11_M00274 8.3279¢-07 ~~AAAAACAAARACAARR
WNNNNAACAAAGAAANW

bite

[ ——
=
0

>
p—
—a

Motif

FOXPIL_MMST

el

HSF 00167

A M

HSF 00163

bl

STEL1 MO0X4

= ==k

11



BR-C_MO00091

2.1757e-06

HNF3alpha_MO00724 4.7664e-06

SRY_MO00148

1.2022e-05

MCMI1+SFF_MO01051 1.6375e-05

STE11_MO01005

Pax-4_MO00380

1.6928e-05

1.9804e-05

Stamp Results 04/30/14

BR-C_MO009L

TTTTGTTTTGTTTTT————
~—NNNWYTTGTYTATNANN ATAAAC A
,,,,, ATG
HXFlalpha_MOOT24
AAAAACAAAACAAAA .
————— NWRARCAAAY i T
ACACA
SRY M00148
AAAAACAAAACAAAA .
———AACANM-————~- : A
MCML+SFE_MO10s1
TTTTGITTTGITITT-————————————— .
— TTRTTTANNTWITNCCNNWTTNGGNA CJ\AA m TA A
: A TT T
STE11_MO100S
TTTTGTTTTGTTTTT .
——TTTCTTTGTTC—— : A A
}7 Pz(-{;;;&] B
AAAAACAAAACAAAA—————————————— .
NAAAWTANNNNNNNNNNNNNNNNCACNCN ° AAA Ac
A TTA ——= g;=.:§§9—?‘!’§£g

M16

Name

FOXP1_MO00987

HSF_MO00167

HSF_MO00163

mmmmmmmm

MI6_rev

mmmmmm

forward )
reverse compliment
E value Alignment Motif
~——-AAAACAAAACAAAA- .
1.6808e-11 ATAAAAAACAACACAAATA : AH WH TTTTTLJ
. AlALTCCEACHT
~TTTTGTTTTGTTTT .
34479e-08 NTTCNNTTCNNTTC- ’ AA AA AA
32647607 TTTTGTTTTGTTITT-

—NTTCTNTTCTNTTC AAié AKAQé AAi

12



Nkx6-1_M00424

STE11_MO00274

HNF3alpha_MO00724 7.1859¢-06

SRY_MO00148

STE11_MO01005

DMRT3_MO01148

HFH1_MO00129

Stamp Results

AAAACAAAACAAAA

5.9337e-06
——AANCAATTAAAW

-——AAAACAAAACAAAA

6.6882¢-06
WNNNNAACAAAGAAANW

—AAAACAAAACAAAA
NWRARCAAAY————-—

AAAACAAAACAAAA
——AACANM-—————

1.0084e-05

AAAACAAAACAAAA
—-GAACAAAGAAA--

1.6322e-05

AAAACAAAACAAAA
NNAATGTAWCAAWN

2.3770e-05

TTTTGTTTTGTTTT
—AWTGTTTATWT——

3.4584e-05

“
Fi TT
2 =

04/30/14
2 - e
T | AR TIT
. . STE11_M00274

= ==k

HXFlalpha M00?4

vA TTAEQQII

SRY_Mo0i48

g 5
N STELL MO100S

cAGARAUAAA

DMRT3 MI1148

HEH1_M00129

{éxII QTA AITT;
%A;I IHAIIl

M12

Name

HFH4_M00742

FOX_MO00809

MI2 rev

AAACAAAcA TTTCTTTETT

mmmmmmmmmmm

forward .
reverse compliment
E value Alignment
TTTGTTTGTTT-
9.9920e-16
WKTGTTTGTTTA
TTTGTTTGTTT-
1.1049e-12
ANTGTTTRTTTW

13



FOXD3_M00130

STE11_MO00274

STE11_MO01005

HFH1_MO00129

HFH3_M00289

BR-C_M0009%4

HNF3alpha_MO00724 5.5731e-07

Freac-3_MO00291

Stamp Results

AAACAAACAAA

1.5716e-12
AAANAAACAWT

—-———AAACAAACAAA——

4.8669¢-11
WNNNNAACAAAGAAANW

TTTGTTTGTTT

6.0396e-11 TTTCTTTGTTC

AAACAAACAAA

1.0247e-09
AWATAAACAWT

TTTGTTTGTTT-

8.5781e-09
NNTRTTTRTWTN

-TTTGTTTGTTT
TTWTSTTTAYWW

2.0655e-07

——AAACAAACAAA
NWRARCAAAY———

TTTGTTTGTTT——————

9.5431e-07
——TGTTTATTTACNNNN

g sTe

04/30/14
: e
[ ]
ATIG] | ToaTT

STEL1_MO0X4

= ==k

STEL1 MO100S

cAMCAMA: AR

HEHL M0129

Azl TTAT

HEH3 M00289

CA—2

. BR-C_MO0034

iéééTAAASAQAA

. HXFlalpha M00T4

i T-

o
Freac-3 M00291

(ke

M4

Name

STE11_MO01005

BR-C_M00094

M

MG TITTCT T

uuuuuuuuuuuuuuuuuuuuuuuu

forward reverse compliment

E value Alignment
TTTTCTTTCTTT

2. e-

0663e-09 —TTTCTTTGTTC

TTTTCTTTCTTT

3.1638e-09
TTWTSTTTAYWW

f
i

Motif

5
N STE11 MO100S

cAMCARAC A

N BR-C MW

onTHHR-,AA

AT = sive ol |

14



STE11_MO00274

BR-C_M00092

HSF_M00163

AG_MO01133

HFH4_M00742

4.4358e-09

5.1229e-06

2.1186e-05

3.5983e-05

3.9044e-05

Rim101p_MO01030 5.0411e-05

HFH1_MO00129

Lentiviral_MO00318

1.3970e-04

1.8142e-04

Stamp Results

————AAAGAAAGAAAA-
WNNNNAACAAAGAAANW

—-AAAGAAAGAAAA——
RANAAATAGNWNNNN

TTTTCTTTCTTT——
NTTCINTTCTNTTC

—-———AAAGAAAGAAAA
TWNCAAAAAWGGNAAN

—-AAAGAAAGAAAA
TAAACAAACAMW-

TTTTCTTTCTTT
-TTINCTTG———-—

TTTTCTTTCTTT
—AWTGTTTATWT

AAAGAAAGAAAA
—-AATAAAG————

% TTT cTAA TT

04/30/14

1
. STELLM0024

TT L

BR-C_M00092

.
ﬁ ST+T C ATTT TT

== T

3
N HSF 00163

i AAﬁé Aﬁié AAﬁ

N AG Mou3

AéAT

AApNSEA

HEHA M00742

AT i

Riml01p_M01030

(alG_as

HEH1_M00129

ATT HAT

Lentisiral MOU3I3

MTAM

M8

Name

Helios_M01004

dl_MO00043

E value

5.9779e-08

6.7611e-06

AU TTTTTTTTCET

mmmmmmmmmm

uuuuuuuuuuuu

reverse compliment

Alignment

TTTTTTTTCCTT-
———NTTTTCCTWN

AAGGAAAAAAAA
—-NGGAAAAACC-—

Motif

Helios Mo1004

AAAA

LMo

>

;ﬂ

15



HSF_MO00163 7.9016e-06
BR-C_MO00094 1.5453e-05
XFD-3_MO00269 3.0542e-05
Freac-2_MO00290 6.0293e-05
Hb_M00022 7.7592e-05

MCMI1+SFF_MO01051 1.1619e-04

Stamp Results 04/30/14

3
. HSF 00163

TTTTTTTTCCTT-— .
NTTCTNTTCTINTTC AAé AAé AA
N BR-C_MO0IS
TTTTTTTTCCTT 5
TTWTSTTTAYWW CA_._AA
XFD-3 M00269
AAGGAAAAAAAA- : AA A
NWGTAAACAAWMW ’ C
Freac-2 MOO20
——TTTTTTTTCCTT- : AAACA
NNNNTGTTTACNNTN ’
- - é;fA e évg
Hb_M00022
~TTTTTTTTCCTT :
NTTTTTNYK-——— CAA A M-
MCML+SFE_MO10S1
—————— TTTTTTTTCCTT————————

TTRTTTANNTWTTNCCNNWTTNGGNA mJM MM MMAA

. HSF 00164

HSF_MO00164 1.4714e-04 TITITITTCCTT A A TTCT
AGAANNTTCTNTTC-——
AG_M01133 6.1230e-04 AAGGAARARARA
TWNCAAAAAWGGNAAN-———— TT A
AdAx TAA AA-G
MAACMAAG T TTT
Ms 00 JHNETTENESY NSl TSV T ]
forward reverse compliment
Name E value Alignment Motif
———CTTTTCTTTTT .
HSF_MO00163 3.2114e-11 NTTCTNTTCTNTTC e A A AA
NA-AVIR-AV[IA
CTTTTCTTTTT-— .
STE11_MO01005  1.8093e-07 TTeTTTGTTC i AA AAA AAA

=
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X P
. BR-C_M00092

BR-C_M00092  3.6026¢-07 ~ARAAAGAAAAG—
RANAAATAGNWNNNN 3o TTT TT
'CIT =_lic
HSF_MO00167 6.0907¢-07 ~-CTTTICTTITT AA AA AA
NTTCNNTTCNNTTC
AAAAAGAAAAG .
ID1_MO01021 1.3272¢-06 R ;TT Tc TrT
N CCAAA
N AG MowL3d
AG_MO1133 27212¢-06 ARRAAGRAAAG
TWNCAAAAAWGGNAAN TT T T
IéAT TAA AApNSEA
STE1L MO00274  1.0555¢-05 ARRAAGRAAAG 5
WNNNNAACAAAGAAANW T I
2 dll -
HSF_MO00164 1.4647¢-05 ~-CCTTTICTTITT A A TTCT
AGAANNTTCTNTTC
Rim101p_MO01030 2.3729¢-05 CTITICTTITT C A
——TTNCTTG—— A
IS ACC
BR-C_M00094  2.5188¢-05 CTTIICTITIT -
~TTWTSTTTAYWW chAa A
forward )
reverse Compllmel’lt
Name E value Alignment Motif
HSF_MO00163 8.5599¢-08 —--CITTIicT-—--
NTTCTNTTCTNTTC A A

17



HSF_MO00166 8.5599¢-08

GATA-1_M00347 1.7081e-05

GATA-2_M00349 2.3319e-05

HSF_MO00167 2.4623e-05

HSF_MO00170 2.4623e-05

dl_MO00120 2.9020e-05

GATA-3_M00350 3.2048e-05

GATA-2_M00348 3.4530e-05

BR-C_M00092 3.8151e-05

Stamp Results

-——CTTTTCT-—--
NTTCTNTTCTAGAA

-CTTTTCT-
YNTTATCTN

—AGAAAAG-—
SAGATAANA

~——CTTTTCT--—-
NTTCNNTTCNNTTC

~——CTTTTCT----
NTTCNNTTCNNGAA

——CTTTTCT-
NGNTTTTCYC

-CTTTTCT-
TNTTATCTY

—CTTTTCT-
NSTTATCWN

——————— AGAAAAG-
RANAAATAGNWNNNN

04/30/14

. HSF 00166

IT Ta AA&é AAﬁ

. GATA-1_ M0034?

AAA A

— =

GATA-2 MOD3H

[ ]
A A AA_A

HSF_M0l67

GATA-3 MO00330

[ ]
<A A ééé

GATA-2 M00343

M26

Name E value

M8 rev

TTTCTICT ACAACAAA

forward

reverse compliment

Alignment

Motif

18



Stamp Results
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Riml01p_M01030

, TTTCTTCT X
Rim101p_MO01030 1.5075¢-06 TTNeTTO C AA
IS ACC
Elf-1_MO00746  9.2030e-06 CTTTCTICT—-
AYTTCCTCTTN A T
V?TA AA
TTTCTTCT——-
STE11_MO01005  2.6067¢-05 rrerTrerTe A AAA AA
HSF 300163
HSF_MO00163 2.6422¢05 TTICTICT- A A A
NTTCTNTTCTNTTC
HSE_MO00164 2.6422¢-05 TTTCTICT A A TT
AGAANNTTCTNTTC
PEND_MO1015  1.4491e-04 AGAAGRAA~ A A A
——AAGAAGT
STEI1_MO00274  2.3229¢-04 .~ AGARGARA~-
WNNNNAACAAAGAAANW T I
% = = ==X
XPE-1_MO00684  2.5882¢-04 TTTCTTCT A C
GKTSNYCNG A
N TT 2CI IC
Alx-4_ M00619  2.8911e-04 ~—AGAAGARA- A AATAAT
CTGAGAATAATC
AGAAGAAA
SRY_MO00148  3.1174e-04
- —-—AACANM
¢ fécééﬁ
CT=TCTCT “AGA AaA(
M24 vl Wlwl

forward

reverse compliment
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Stamp Results 04/30/14

Name E value Alignment Motif
Retroviral M00212 1.7006e-05 “AGAGARAG-——————- A AAA cT
NAGNRRRRRGNTTTATT C
A LY IS ECI A=
~AGAGARAG- .
GAGA_MO00723  1.8980e-05 IS : A ol A
CT‘-*G AA =N
BLIMP1_MO1066 4.2631e-05 _CCTYICICI-—-
YMCTTTCMCTTYC A A

PUL M00633

CTYTICTCT . A
PU.1_MO00658 4.2824e-05 CTTCOTC— H A
(:()I\

EIf-1 M08

EIf-1_ M00746  5.9211e-05 CCIYTCICT——
AYTTCCTCTTN A T
— TA< Aa
BPCI_MO1126  1.2778¢-04 oo
IRF_MO00972 2.3947e-04 CTYICTCT-— A A
NTTTCWNTTT
ISGF-3_MO00258  2.5042¢-04 AGAGARAG- AT
GNGAAANWGAAACT A
IRF-2. M00063  3.7418¢-04 ~CIYICTCT——- : AA
RSTTTCRCTTTT Z
SMAD3_MO00701  8.3647¢-04 AGAGARAG 5 TC
AGNCAGAC T

M rev

AGAAAAAG CTTTTTCT

forward

M36

reverse compliment
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Stamp Results

04/30/14

Name E value Alignment Motif
~AGAAAAAG- 5
dl_M00043 1.7481e-05 S ; TTT ( :'
Dof_MO01136 2.3094¢-05 AGAARAAG——-
-NAAAAAGNNN
. CTTTTTCT-— .
Helios. MO1004  1.7258¢-04 R ) AA A A
mﬁeiAT e A T
dl_M00120 1.9333¢-04 ~CTTTTICT-
NGNTTTTCYC A C
SC= LT =
N Retroviral MO0212
. -AGAAAAAG———————— .
Retroviral_M00212 2.1346e-04 NAGNRRRRRGNTTTATT - A AAA c . CT
., A 2¥reTEe-Y |-
CTTTTTCT .
Abd-B_MO01094  2.3230e-04 e 3 AT A A A A
- < w
———AGAAAAAG- ]
Alx-4_MO00619  2.8911e-04 s ; C A AATAATC
BPCI_MO1126  3.2435¢-04 e A AA
Hb_MO00022 5.8844e-04 CTTTTICT- A A A A
NTTTTTNYK TA
[ @=F. N
A= FLY
CIZ_M00734 6.1244¢-04 CCCTTITICT AA A AA
NNNTTTTT——
M 5 6 M6 M36_rev

%AAHTTLCTE

forward

- N

AGaAACT
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Name

HSF1_M01023

HSF_M00164

HSF_M00165

STE12_M00664

ICSBP_M00699

ISGF-3_M00258

Pax_MO00808

PTF1-beta_MO00657

HMGIY_MO01010

E value

1.9223¢-07

3.2868¢-06

3.2868¢-06

3.6061¢-05

5.4858e-05

6.1855¢-05

7.7469¢-05

1.3258e-03

1.3990¢-03

2.0885¢-03

Stamp Results

reverse compliment

Alignment

__AGAAACTT ——————
KRAGAANNTTCYAGAA

——AAGTTTCT———-—
AGAANNTTCTNTTC

_____ AGAAACTT-—
NTTCTAGAANNTTC

AAGTTTCT
~~GTTTCA

AAGTTTCT——-—
CAGTTTCAYTT

_______ AGARACTT
GNGAAANWGAAACT-

AGARACTT-—-—-
~GAARCYNCKNGA

C_AAGTTTCT
GTKAGTTCCA

_____ AAGTTTCT
SCTGWNNKTTTCY

__AGAAACTT____
NNRRNAAAWTNMNN

bits

TEAMAC
A
|
Tl

- A41T1*°

04/30/14

Motif

BSEI_MOI23

T, T

HSE M0l64

| AAA mwéATTTcT
{hy

) Tl

STEI2 Miogs#

' ICSER MU

il

TSGR-3.M00258

(1T

HSF Mogd1

>

Pux W08

PIFL s MOGE?

1AAAAAé$$ICAAC

: MGV Motolo

M1

WWWWWWW

ML_ree

TITTTAUAM TTTTTAMAL

mmmmmmmmmmmmm
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Stamp Results

04/30/14

forward reverse compliment
Name E value Alignment Motif
MEE-2_M00405 2.9868e-07 ;(;;I;;vﬁﬁiiﬁﬁiﬁ AAAAA
ToxL T-Aréggg
aMEF-2_MO00403 3.1767e-06 oI IAAAAA
KKRGNTATTTTTARNCM TT A A AA Cca
JTSRC As=TTAC
N MEE-2 MO00233
MEF-2_M00233 1.9584e-05 i B AA
NNNTTCTATTTTTAGTAACAN T n. |n AA
N . MEFLMWW‘-
——————— TTTTTAAAAA .
MEF-2_M00406 2.5426e-05 NGGGTTATTTTTAGM-— "L AAAAA AACC
ST L TI=
N . MIF-Z,MW&
——————— TTTTTAAAAA n
MEF-2_M00006 4.9225¢-05 GRGITATTTITAGA- : Tc AAAAA AACTCT
TTTTTAAAAA s,
TATA_MO00216 7.5424¢-05 NTTTTATAG- 3 CTATAAAA
T
TTTTTAAAAA y
Abd-B_M01094 8.7874e-05 ——— g AT AAA A
Hb_Mo023
—TTTTTAAAAA
Hb_M00022 1.2639¢-04 R :;‘—CATA AA A A
—TTTTTAAAAA- y
C-EBPgamma_MO00622 1.8426¢-04 NATTTCARAAN g '|' ATTTCAJAT
GT-1_MO00635 3.0590¢-04 ST AAAAR
TWTNNA————
M42 Me M42_rev

ATTAAAAA “TTTTTAAT
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Stamp Results 04/30/14

forward reverse compliment
Name E value Alignment Motif
TTTTTAAT————— .
Nkx6-1_M00424  2.1085¢-07 TTTARTTGNIT i TT AA 61T
GE =A==
unc-86_M00689  4.0348e-07 ATTAARAA- A A
ATWMRAAAT
AAA
MEE-2 MO03
MEF-2_ M00405 ~ 3.8447¢-06 TTITTAAT—
RGKNWTTTTTANNSM AAT ccC
Te=Z 1[I ITTALZELY
TTTTTAAT—— .
D-Type_M00334  4.8477¢-06 TTTANTGG cc ATT AA AC
——————— TTTTTAAT--
aMEF-2_MO00403 5.7778¢-06 5
KKRGNTATTTTTARNCM wIYII AA AATAéT%Eﬁ
—-TTTTTAAT ,
Hb_M00022 1.0406e-05 R 5 ca A A A A A
——————————————— ATTAAAAA- . o s
AIRE_MOIOOO 1.6942e-05 NAMCCAATATAACCAATTAATAAN " A I Aﬂ TTA
’ l‘;}'lMIm; T
———————— TTTTTAAT————— '
MEF-2_M00233  2.2347¢-05 NN TCTAT T T T TA T AACAN 3 'I']I CL | A
Abd-B_M01094  2.3381e-05 TTTTIAAT : AT A A
—TTTTAT-
TTTTTAAT .
OTX_MOI1117  2.6242e-05 ANNTAMT ] A A T
= T =

MI§ MIS _rev

w TATCCAMTG CATTTCCATA

mmmmmmmmmmmmmmmmmmmm
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Stamp Results 04/30/14

forward reverse compliment
Name E value Alignment Motif
OCT-x_M00210  1.1102¢-16 ~TATGCAARTG- CAT
RTATGCAAATNA
Oct-1_M00930  5.1525¢-13 TATGCAAATG . Tam CAT
NATGNAAATN A
: o Oct-L_M00I6L
Oct-1_ M00161  3.2148¢-12 ~TIATGCAAATG-
RRTATGCAAATNM T T ATT
Oct-1_M00342  2.3365¢-11 CATTTGCATA AT CAAA
NATTTGCAT- T
————CATTTGCATA-——- "
Oct-1_ M00135  9.7410e-11 A
NNNANATTTGCATANNNN R I
Octamer_M00795 4.1979%-10 TATGCARATG —
NATGCAAATN al T'
CATTTGCATA————— .
Oct-4_MO01125 1.1209¢-09 T TGCATNASAAN 5 TT AT CAAA
Oct-L_M00193
Oct-1_M00195  3.8802e-08 ~TATGCAAATG—— . .
NNNATGCAAATNAN A CA T A
s -Uﬂ-LMWMS -
Oct-1_ M00248  5.1471¢-08 CATTIGCATA- TAA
AATTANCATAN
NEZA

POTIF2 M0o%4

-
POU3F2_M00464 5.7902¢-08 CATTIGCATA TAT TAA
—ATTARCATA

M3 rev

w AAATARAT ATTTATTT
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Name

Croc_M00266

POU1F1_MO00744

Lentiviral_ M00318

TBP_M00471

HFH1_MO00129

HFH3_M00289

HNF3beta_MO00131

Freac-3_MO00291

HNF6_MO00639

FOXJ2_MO00422

forward

E value

1.8847e-10

1.0935e-07

1.4526e-07

1.8156e-07

2.1963e-07

2.4693e-07

3.2719e-07

3.3493e-07

6.6661e-07

6.7850e-07

Stamp Results

reverse compliment

Alignment

—————— ATTTATTT-
NNNNMTATTTATTNT

ATTTATTT-
WWITATNCA

AAATAAAT
—AATAAAG

AAATAAAT-
——ATAAATW

—-——ATTTATTT
AWTIGTTTATWT

———ATTTATTT-
NNTRTTTRTWTN

-AAATAAAT—————
WAARYAAAYANTNC

-ATTTATTT—————-
TGTTTATTTACNNNN

——ATTTATTT-
NTATTGATTTN

—————— ATTTATTT---
NNNNNTGTTTATTTNNN

04/30/14

Motif

Croc_M00266

2l

POTIE1_M0074

' AATATAT

Lentiiral MO0313

AATRAAS

TBP 00471

EATAAAT

HEHL_M00129

azl AIIl

m*c
HFH3_M00289

>
N

gL

CAa2

HNE3bets_MOOLY

G a TA Tl

==1,

Freac-3 M0029!

Mo

HINF5_M00539

;AAA CAA fe

TFOXJ2 M0o422

Al

= == = -

M43

M4

M43 rev

AATATTT AAATATTT
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Name

HNF3beta_M00131

FOXJ2_MO00423

ATHB-5_MO00503

XFD-1_MO00267

Croc_MO00266

qa-1F_M00047

FOXD3_M00130

Athb-1_MO00089

Nkx6-2_MO00489

POUI1F1_MO00744

forward

E value

7.6547e-09

1.7597e-07

1.5696e-05

1.1196e-04

2.3517e-04

2.5721e-04

3.1709e-04

4.7447e-04

4.9920e-04

5.5191e-04

Stamp Results 04/30/14
reverse compliment
Alignment Motif
. HNE3beta_MOOL3
————— AAATATTT- T
WAARYAAAYANTNC T
T A.l Aéllé
FOXJ2 V00423
———AAATATTT-— ,
YMATAATATTTKN TﬁAT TATTTT
ATHB-5_Mo0s03
AAATATTT )
AATNATTG : A
-
XFD-1_M00267
—AAATATTT-——— .
RYWWTATTTACWT i
mAgA T TIA$
Croc_M00266
——AAATATTT-———-
NNNNMTATTTATTNT AA T
qa-1F_MO0047
————— AAATATTT-—————- A
NGGNTAANNNYTTATCCNN T A
=l Aéﬁ%i lngCAIQ
N FOXD3 Mo0130
————AAATATTT . T "
AAANAAACAWT - AT
A1l 0IAll£
. Adhib-1_MOOSY
——AAATATTT-—— -
TNCAATAATTNNN A
= =Ulllc Ach
. Nkx6-2 V00489
———AAATATTT .
NNNAWTTANYW AL TT
. POUIF1_ Moo
AAATATTT- . A
WWTTATNCA ’ A
LRIARax

s

M2

mmmmmmmmm

M2 rev

TETTETS CACAGACACAC

nnnnnnnnnnnnnnn
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Name

HFH4_M00742

RAP1_MO00213

Egr-3_MO00245

Egr-1_M00243

Egr-2_MO00246

CACD_MO01113

NGFI-C_M00244

GBF_MO00633

Hmx3_M00433

FOXP1_MO00987

forward

E value

3.4597e-06

1.1714e-05

7.8585e-05

1.0858e-04

1.9169e-04

1.9889¢e-04

2.2546e-04

1.5577e-03

1.6752e-03

1.9878e-03

Stamp Results

reverse compliment

Alignment

TGTGTGTGTGTG
WKTGTTTGTTTA

——TGTGTGTGTGTG
NRTGTATGGGTKY—-

CACACACACACA
—ACGCCCACGCA

TGTGTGTGTGTG
TGCGTGGGCGK-

TGTGTGTGTGTG
TGCGTGGGCGK-

TGTGTGTGTGTG
-GGGYGTG————

CACACACACACA
—CCRCCCACGCA

TGTGTGTGTGTG
TNGGGGTN————

CACACACACACA
CACGCACTT——-

————TGTGTGTGTGTG——-
TATTTGTGTTGTTTTTTAT

oo leiuClr

04/30/14

Motif

HEHA_M00742

iXI;ATTTAITTA

RAPLMOO213

%ééA AIACAzg

. Eard M5

[===A i

. Er-1M00283

iLQT CIT

Egr-1_ MO0

NGFI.C_ MI0M4

lﬁ TA % T

N GBE _M00633

f
i

A L =
Huxh V0043

MGTeelT:

FOXPI_MI0S?

T

M41

M4l

CACACCC CLCTET!

MHL_rev

- o
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Name

CACD_MO1113

forward

E value

2.1652e-11

CACCC-binding_M00721 9.6046e-08

TBX5_M01044

GBF_MO00633

CAC-binding_MO00720

Brachyury_MO00150

AR_M00481

Tax-CREB_MO00115

TBX5_M01019

TBX5_M01020

5.1971e-07

1.1743e-06

4.4394e-05

5.2431e-05

5.8280e-05

7.0741e-05

1.4485e-04

1.6968e-04

Stamp Results

reverse compliment

Alignment

GGGTGTIG
GGGYGTIG

~CACACCC———————
CCNCACCCWNNKGNT

-GGGTGTG-
AAGGTGTGA

CACACCC-—
NACCCCNA

CACACCC-—
CCCASCCY

NNNTSACACCTAGGTGTGAAATT

——CACACCC—————
AGNACANNNTGTWC

--GGGTGTG--——-
GGGGRTATGCGTCA

—-——CACACCC-
NNTNACACCTN

—CACACCC—
NMACACCNN

‘Ao TN

bits

P
Fi

04/30/14

Motif

CACD_ MOIL13

QACACCC

CACCCbinding MO0721

2AC

TTBXE MILOH

TOCACT:

GBE_MO0§33

M AT =

CAC-binding MOOT20

A T

m—-—CA L @

Brachyury_MO01S0

T_GCA A MA

AR Mod3L

Ul

Tax:CREB_MO0LLE
- AC

-

i
| il

TBXS WOL019

AT

TBXS MWL

b;:f—r <=

M3

M3 rev

QCTCOCTOC *GEoAGHA

mmmmmmmmmm

mmmmmmmmmm
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
TEI-1_M00706 2.3344e-11 cercecrcce Hap A
CCTMCNTC——
. =7 I
CCTCCCTCCC .
MAZ_M00649 3.6118e-10 CcecTece : A
e =
NP9 ML
GGGAGGGAGG— .
ZNF219_MO01122 8.4691e-10 S 3 C CCC
= p-ev_.v-4
———CCTCCCTCCC— .
VDR_M00444 8.3957¢-06 L SHeCY YN TNMOC MO L
AT A2 <XV¥xcA
—CCTCCcCTCCC .
Tra-1_MO01048 1.6910e-05 oGO : T
R ==
———CCTCCCTCCC .
UF1H3BETA_MO01068 1.8036¢-05 e T A Q
,7C TA
PU.1_M00658 3.1639¢-05 CEGAGGGAGE
——GAGGAAG— A
L e—E=—p N -
N CAC-binding MOOT0
.. CCTCccTCee— .
CAC-binding_M00720 7.6359e-05 o CCeASCOY *A T
e o o CcA <
MAF_MO00648 1.174%-04 cerecerece
NSNMMACTTCCYYCN-— T CT
AAGA L=
Sp1_M00933 1.1790e-04 ~~GGGAGGEAGG
NGGGGMGGG——-— Q
[ _m Tg%
M25 MRS rev

CCTTCCC

GGGAAC
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Name

MAZ_M00649

forward

E value

5.9860e-07

UFIH3BETA_MO01068 1.8486e-05

MAF_MO00648

4.7375e-05

AtMYB-84_MO00970  4.9379e-05

PU.1_M00658

Ets_MO00971

c-Ets-1_MO00743

PEA3_MO00655

GCR1_MO00046

STAT1_MO00492

7.2251e-05

7.2561e-05

7.4398e-05

1.2717e-04

1.8673e-04

3.1752e-04

Stamp Results

reverse compliment

Alignment

CCTTCCC
CCCTCCC

—-—-CCTICCC————
GCCCCTCCCCCRC

~——GGGAAGG—————
NGRRGGAAGTKKNSN

—-—GGGAAGG———
GGNGGTAGGTGS

CCTTCCC-
—-CTTCCTC

—-GGGAAGG
NAGGAAG-

CCTTCCC
GCTTCCK

GGGAAGG
MGGAWG—

-GGGAAGG
GWGGAAGC

CCTTCCC
ANTTCCS

ZAM \&
iQITCQIC

Cx[CCx

04/30/14
Motif
He T Q
,T7C $A

MAF Moog48

iéAAA AA TTQCI

AMYB-$1 00970

PL.L_M00533

b

TA
A= ) <
>

Es_MO0%7L

cEts-L MOUT43

- ((ale

T T

PEAY MG

GCRL_ MO0

STATL_ V00492

LrT00se
. 1TcCs

M37

kg

CroC0CA ThCes

MY rev

- o
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forward
Name E value
SREBP-1_M00221 1.6557e-06
Sp3_MO00665 2.8268e-06
SREBP_MO00776 8.6562e-06

UFIH3BETA_MO01068 2.0706e-05

SREBP-1_M00749 5.1320e-05
Olf-1_M00261 6.8219¢e-05
Lyf-1_M00141 8.9836e-05
MAZ_M00649 2.7550e-04
MZF1_MO00083 2.8630e-04
Tra-1_MO01048 3.4665e-04

Stamp Results

reverse compliment

Alignment

—-TGGGGAG—-
GTGGGGTGAT

—-—CTCCCCA-———-
CCCYSCCCAAGKS

————CTCCCCA
NNNTCACCCYA

—-———CTCCCCA—-
GCCCCTCCCCCRC

CTCCCCA
—ACSCCA

—————————— TGGGGAG————
NCMNNYTCCCNRGGGANTNGN

—CTCCCCA
YCTCCCAA

—-—CTCCCCA
CCCTCCC——

CTCCCCA-
—TCCCCNN

——CTCCCCA
ACCWCCC—-

y
Ha

04/30/14

Motif

SREBP-1_M0022L

ATCAGEE

Sp3_ 00665

CrT

cSALicTieAns
$SREBP M00776

é]: Ccbe

UFLH3BETA_MO1068

>

L

&=

SREBP-1 M00T49

cCcA

OAf-1Mo0261

:QIAE CQ Aer T

2AAVGAS Ga
Lyf-1_ Moo141

%-r][ l\ A

MAZ Moos9

- e ==

MZEL M000s3

MH

N“4 TCTr00CA T

nnnnnnn

MIH4_rev

aafGA

mmmmmmmmmmm
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Stamp Results 04/30/14

orwar reverse Comp iment
forward li
Name E value Alignment Motif
~TGGGAAAGA ,
Lyf-1_M00141 3.8983¢-06 i TI A A
e N e
REP-Jhappa MOILT3
TCTTTCCCA-—-— .
RBP-Tkappa_MO01112 4.0112¢-06 T coon 3 A AA
ISGF-3 Mo02ss
TGGGAAAGA—————— ,
ISGF-3_M00258  6.89386-06 B o . Tr N TTC )
BLIMP1_MO01066  2.9051e-05 _TCTTICCCA-—~
YMCTTTCMCTTYC A A
mAA‘: TTT.=
TCTTTCCCA-—- .
Su_H_M00234 4.18466-05 T rCoenn FT G
_cvlva
BPC1_MO01126 7.7414-05 T;EECCA
- - A
STAT1 MO00492  1.8724e-04 TCITTCCCA 5 I ICC
—ANTTCCS-
A
NFAappab 102
NF-kappaB_MO00208 2.5804¢-04 - rcrriccca cc
GGGAYTTTCCN-
TCTTTCCCA—— 5
E2F MO1114 4.1641e-04 N Trrecooen ; CCC C.
HOXA5 M00023  42672e-04 __ _—~ TECGARAGA=———
NGRNNNNNNNNANTAATGRNGNNNNNNGC CA T 0% cc
WSE=acal SFTAN I [ZCe fo s fTY

M3 ) M3]_rev

" CTOTe0 CiCACA
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Stamp Results 04/30/14

forward reverse compliment
Name E value Alignment Motif
cTcTCCC .
MAZ. M00649 1.2667¢-07 CooTooG ;
W e =Vl
CTCTCCC-- )
Lyf-1_M00141 5.1614e-06 Coroconn TI A A
K o= e =N
Nif:2 Mo0108
CTCTCCC——
Nrf-2_ M00108 3.2163e-05 roroon
————CTCTCCC——m—————— w
NRSE_MO00325 1.2900e-04 CECROTOTCCONGGTCOTCA ETC CAC “CC
N ZTT¥V 1T CeTIA
~—CTCTCCC———- .
UFIH3BETA_MO01068 1.3968¢-04 ceTentoeme BT A Q
,TC TA
BLIMPI_MO01066  4.0728¢-04 _-crerecem -
YMCTTTCMCTTYC A A
VAAQ T TET.z
ISGF-3_M00258 47677e-04 GECAGAG——————~ A T T
GNGAAANWGAAACT
R 2cl | eT=C
N Tra-1_ Mo1043
Tra-1_MO01048 5.1032e-04 GECAGAG
GGGWGGT T
ZNF219 MO1122  7.5710e-04 GECAGAG———— 5
GGGNGGGGGGN CCC
o~ P
TFILL M00706 1.0160e-03 crerece—- A
—CCTMCNTC
uG

MED_rev

" GGAaAs TTITCCC
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Name

dl_MO00120

Helios_M01004

dl_MO00043

E2F_MO01114

STAT1_M00492

E2F_M00024

forward

E value

9.1139¢-08

4.0235e-06

5.0263e-06

7.8333e-06

1.3361e-05

3.0884e-05

RBP-Jkappa_MO01112 3.6075e-05

BLIMP1_MO01066

ISGF-3_M00258

PTF1-beta_MO00657

6.0941e-05

7.2249e-05

1.3715e-04

Stamp Results

reverse compliment

Alignment

———TTTTCCC
NGNTTTTCYC

—-TTTTCCC——
NTTTTCCTWN

GGGAAAA———
NGGAAAAACC

TTTTCCC——-
NTTTCCCGCN

GGGAAAA
SGGAANT

-——TTTTCCC————
YMNTTTTCGCGCNN

TTTTCCC————
—KTTCCCACGN

——TTTTCCC————
YMCTTTCMCTTYC

GGGAAAA-—-—————
GNGAAANWGAAACT

——————— TTTTCCC
SCTGWNNKTTTCY -

il

q
£

sl

04/30/14

Motif

. AL

icg AAAA:Qg

Helios MO1004

" AuAa

N LMo

N EIF MOILI4

| CCC C.

=

STATLM00492

. TT¢Cs

EIF M00i4

ol

. RBPlapya MOILI2

y
i

(: ~
| VI Vil A

BLIMP1_M01066

mAAé T ATTQ

T =

ISGF-3 40258

PTF1-heta_MO06ST

AT T«

A

-
ARGINICESAVCAC

M40

NHO_rev

CTE0CCT ACCCH

- N [
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Name

BLIMP1_MO01066

NRSF_M00256

NRSF_M01028

LF-A1_MO00646

BRK_M01096

ID1_MO01021

TEIL_MO00502

ARF_M00438

ABF1_MO00399

HNF4, M00967

forward

E value

5.2274e-05

1.1223e-04

1.9387e-04

3.5308e-04

9.2499¢-04

1.7068e-03

1.9046e-03

2.0268e-03

2.7444e-03

3.1494e-03

Stamp Results

reverse compliment

Alignment

———AGGGMCAG——
GRAAGKGAAAGKR

———————— AGGGMCAG-——-
TCAGCACCACGGACAGCRSC

———————— AGGGMCAG-—
TCAGCACCRYGGACAGNR

CTGKCCCT
YWGASCC-

CTGKCCCT
NTGGCG—-

CTGKCCCT—--
TTGTCSTTIWT

AGGGMCAG
AGRTWCA-

AGGGMCAG
—GAGACAA

——————————— CTGKCCCT——--
NNTCNNGCCACGTGTCCCNNNNW

CTGKCCCT
NTGGACYT

i

04/30/14

Motif

. BLIMPI_M01066

ek s

-

5
. NRSF_M00256

N NRSF_Mo1028

ACCT
LF-A1_M00G46

. ACACTA

BRE_MOL096

¢C0A.

ID1_Wo1021

TT TCCEIII

TEIL_M00502

T_gAggl

ARE_ MOM433

iTT TC;C

ABFI_MO03%

5
ICT :.TA a TC C$ACA

re=c = A—=RESE

i
. HNE4,_M00%6:

“An 'r(:(ll\

e ——

M5S0

ME0_rev

T00C e *<CaCEGAC

36



forward
Name E value
Ttk_MO00009 5.7867e-04
HEB_MO00698 1.0166e-03
Pax-6_MO00979 1.3643e-03

CAC-binding_M00720 1.5481e-03

LXR_MO00766 1.8997e-03
Ik-3_MO00088 2.0149e-03
EBF_MO00977 2.1311e-03
Gfilb_MO01058 2.2075e-03
PCF5_MO00952 2.3345e-03
NRSF_M00256 2.8221e-03

Stamp Results

reverse compliment

Alignment

GTCCCTGC
—GTCCIGC

—-—GCAGGGAC
CAGCWGG——-

——GTCCCTIGC———
KAGTTCCAGGTCA

GTCCCTGC——
—-—CCCASCCY

-—GTCCCTGC—————
GGGTTACTNNCGGTC

————GTCCCTGC
GGTATTCCCNRN

———GCAGGGAC
TCCCYWGRGN—-

——GTCCCTGC—
AAATCACKGCW

——GTCCCTGC
TGGNCCCNN-

GSYGCTGTCCGTGGTGCTGA

TC CA 0| ACA G

04/30/14

Motif

Ttk Moo

%CTCCT C

HEB_M006s3

%

Dax-6 MOWH

ﬁAmT tler.

CAC-binding MOOT20

Hy A T

m—I—c;A L &=

LXR M00T66

AC . o AC

A
Ik-3 M000s3

TACC

C—TT
BEF 077

CCCCAAA :

Gfifh 01033

AAA ACTL%

5¢
. NRSP_M00256

M9_rev

" TCTrO00T-C CaAalC

wwwwwww

mmmmmmmmmmm
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Name

c-Ets-1_MO00743

GCR1_MO00046

Ets_M00971

PU.1_M00658

PEA3_MO00655

NERF1a_MO00531

Tel-2_MO00678

MAF_MO00648

Adf-1_M00923

c-Ets-2_MO00340

forward

E value

1.7743e-08

1.9851e-07

1.5476e-06

2.0340e-06

5.4837e-06

6.8087e-06

1.1612e-05

2.0820e-05

9.1144e-05

1.3895e-04

Stamp Results 04/30/14

reverse compliment

Alignment Motif

cEtsl_MOOT43

GCTTCCTTC
GCTITCCK—-— A

GCRL_MO006

GAAGGAAGC
—-GWGGAAGC CTTCCAQ

Es MOTL

GAAGGAAGC C
—NAGGAAG- QT T

PLL_MO0S33

GAAGGAAGC .
—~GAGGAAG— :

PEA3_MOGES

GAAGGAAGC 5
——MGGAWG— : T T

NERFLs_M0033L

——————— GCTTCCTTIC- N
SNNASNYRCTTCCTGNY ’
A cla=S
Td-3 M6
GAAGGAAGC- .
—~CAGGAAGTA T T
MAF_ M00648
————— GCTTCCTTC- .
NSNMMACTTCCYYCN " _UA TC Cr
AAGA TeCx
Adf1 00923
—————————— GCTTCCTTC- .
SGCYGCMGYCGCTGMMNKYG "o T CCC
LT TGUVALTY TC 55 S0
. cBts: MO0
GAAGGAAGC———- N
RCAGGAAGTNNNT ’ AC A T T
ACAiTA
P = T SSES S

M48

M48

Ii}AAA A

4B rev

OCTCCTT:
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
PBE_MO01130 5.0199e-05 CCTCCTIR A A A
———CCTTT
——-MARGGAGG .
TFIIA_M00707  1.7385¢-04 I il AlGCA ©
LCl=ZAdlleeGE
N MAZ Mo0p4?
~CCTCCTTK 5
MAZ_MO00649  2.1983e-04 oeTene ;
- e = =N
-——CCTCCTTK--- .
VDR_M00444  4.3595¢-04 STy HOOT L
AT A2 <XV¥xcA
MAAGGAGG .
ETF_M00695 4.5350e-04 R ; C
=X
MAAGGAGG N
TFI-L_M00706  4.6433¢-04 anerace ;
N e il |
. ———CCTCCTTK-—- 5
Barbie_M00238  7.2682¢-04 ST ; i
:i""' alplumM;:A'
alpha-CP1_MO00687 1.1113¢-03 CCTCCTTR = A cc
—CTCATTGGCT
Tra-1_MO1048  1.2740e-03 “CCICCTIR
ACCWCCC—-— T
PU.I_MO00658  1.7957¢-03 MARGGAGG A “
—GAGGAAG
CCA
M19 M M9 _rev

nnnnnnn

TOTrr0CTC CAGEachCA

mmmmmmmmmmm
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
GAGGAAAGA .1 n
PU.1_MO0658  6.4223¢-06 i 5 A
CcA
EIf-1 MO0746  3.6769¢-05 TCITICCTIC ——
~AYTTCCTCTTN A T
— TAL Aa
N STELLMO10OS
STE11_MO01005  1.0360e-04 ——TCTTICCIC AA AAA AAA
TTTCTTTGTTC
GATA-2_M00349 1.0422¢-04 TCITICCIC A A
TNTTATCTS A
= T
BPC1_MO1126  1.5633¢-04 TCITICCIC
—NTTTC——- A
—————— GAGGARAGA-————— .
GAL4_M00158  1.6881e-04 NGYTCGGNNNANAGNNNNCCG C CTT c LA
R L W ccSt Todg
————— GAGGAAAGA———————— .
GAL4_M00049  3.0719¢-04 STTCGGASNANWGTNNNCCGNN : C AC T . AAC
r2EATC=== Accc TA
GCRL_ Mooods
GCR1_M00046  4.7074e-04 GAGGAAAGA T
GWGGAAGC—-
AQ
Helios. MO1004  5.0638e-04 TCTTICCTC
NTTTTCCTWN AAA
AT (g L=V n U
HSF M00167  9.8787e-04 ~-TCITICcCIC - AA AA AA
NTTCNNTTCNNTTC
M38 M¥ M3 rev

cAGGAAA TrTCCT:

40



Name

STATSB_M00459

Tel-2_MO00678

c-Ets-2_M00340

STATSA_MO00457

Helios_MO01004

Elf-1_MO00746

Ets_M00771

PU.1_M00658

Rim101p_M01030

c-Ets-1_M00339

forward

E value

4.1717e-07

1.7946¢-06

3.1404¢-06

4.1362¢-06

5.4892¢-06

6.1119¢-06

8.7445¢-06

1.6281e-05

Stamp Results

reverse compliment

Alignment

—-TTTCCTG——————
NWITCCNGGAANYN

—-CAGGAAA—————
RCAGGAAGTNNNT

——TTTCCTG————~
NRNTTCCNRGAANY

——TTTCCTG—
NTTTTCCTWN

AYTTCCTCTTIN

CAGGAAA-——-
CAGGAAGYNNN

TTTCCTG
CTTCCTC

TTTCCTG
TTNCTTG

_______ TTTCCTG
NNMNNNACTTCCTG

Tl

Motif

STATSB MOMS)

olle M.

Td-2 M8

TG

¢ Efs2 MOOMO

-l

. STATSA YOME?

Ly

Helios MOLOG

AAAA

S Y

i_AécA M

' Ers MOOTIL

<

PULNIG

GaGlle

Kindolp 1030

sCAA ~4s

clis1 MDY

M46

4 rev

Ta00TOAG CTOH e
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
—~TTCCTCAG m
XPF-1_MO00684 4.4160e-07 CKTSNYCNG sc AAC
AT AC
CTGAGGAA- . A
PU.1_MO00658 1.9105e-06  GAGGAAG H A
GCRL_ MO0l
CTGAGGAA-—
GCRI_M00046  1.4435¢-04 C onceance T
AQ
Elf-1_MO00746 1.5282¢-04 ~-TICCICAGE
AYTTCCTCTTN A T
— TA< AA
Alx-4_M00619 6.9183¢-04 ~—mTICCTCAG A AATAAT
GATTATTCTCAG
Ets_MO00971 8.3323¢-04 CTEiggiié T
__ Q VT
——CTGAGGAA 5
Dde_MO00304 9.0539¢-04 GGCTGAGC—— H CA CC
VA‘-i AP-Jalphad Mo1047 -
AP-2alphaA_MO01047 9.8974e-04 CTGAGGAA™
ANMGCCTNAGGCKN c T A .
HOXAS5_M00023 1205203 .~ CIGAGGAR
NGRNNNNNNNNANTAATGRNGNNNNNNGC — *fp g _—
mgiégigéEAI.é ICc .e-8-5T¥
~TTCCTCAG-
MAF_MO00983 1.3898e-03 NTGACTCANC - A TCA
Sg =Ly o= =
M10 Mo MI0_rev

nnnnn

CTECCTCxG CalialiCA

nnnnnnnnn

. N w o
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Name

E2A_MO00804

PU.1_M00658

v-Maf MO00035

MAF_MO00983

Elf-1_M00746

Nrf-2_M00821

NF-E2_MO00037

AP-1_MO00173

TFII-I_MO00706

XPF-1_M00684

forward

E value

3.1630e-06

1.3006e-05

1.5919¢e-05

5.1054e-05

1.4615e-04

1.6587e-04

1.8281e-04

1.9530e-04

2.6843e-04

4.4395e-04

Stamp Results

reverse compliment

Alignment

———CTGCCTCTG—
CACCTGNCNCNKN

CTGCCICIG
CTTCCIC—-

————— CAGAGGCAG———-—
NNNTGCNNNGTCAGCANN

CTGCCICTIG—
NTGACTCANC

—-CTGCCTCTG—
AYTTCCTCTTIN

—-CTGCCTCTG——
NNTGACTCAGCA

CTGCCICTG—
RTGACTCAGC

—CAGAGGCAG
WNKNAGTCAN

—-CTGCCTCTG
CCTMCNTC—--

CAGAGGCAG
CNGRNSAMC

<<TUAGTC

P
Fi

CO1UACTCAS

04/30/14

Motif

. 24 M00SH
{ CT

N 094 %g ¢TI
I

PUL_M00533

mc:é4m AAQ

N v-Yaf MO0O%

1l

N MaF_Mo0s3

s

. -1 MOOT4

m-’%égA Al

)
. Nef-2_M00821

TCTA T

ymCaA=TT o

§ i
N NFE2_MOW¥

w

. Sy ol |

XPE-1_M00g34

1, GA_cRAC

NATCG=CIIC

M28

AGGCAGA TCTGCCT

M2

M28 _rev
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
AGGCAGA-
SMAD3_MO00701 4.4951¢-07 i TCT CT
AGGCAGA——
Dde_M00304  4.0214e-04 S omeane TCA CC
n»A‘-i Es_ MO097L
Ets. M00971 5.7503e-04 &igg;ﬁ? 5 TTCC
- Q -
————— TCTGCCT—-
SMAD4 M00733  5.9147¢-04 N OO ey e ; A CT
~AGGCAGA . A
PU.1_MO00658  7.0533¢-04 nccanc ; A
AGGCAGA——— w
TALI_M00993  8.2649¢-04 N nCaonTen CCA CT T
_C
E2A_M00973 1.2191e-03 AGGCAGA— 5
—RNCAGNT <V —
o Ets-L MOOT43 T
TCTGCCT .
c-Ets-1_M00743  2.2213e-03 cor1eor EA A A C
Tel-2 MO0678  2.4637-03 ~AGGCAGA- TACTTCCT
CAGGAAGTA
e
E2A_MO00SO4  2.4647¢-03 —TCIGCCT———- w
CACCTGNCNCNKN CC Q c
VL2 a]ll=T ¥ T
M35 M rev

CTECOTC

CAGGCAC
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
—SCAGGCAG-———————~— .
NERF1la_MO00531 3.7708e-06 RNCAGGAAGYRNSTNNS H A AA TL
SCAGGCAG—-— ,
Tel-2_ M00678 4.9645e-05 CCAGGAAGTA H T ACTTCCT
Adf-1 M00923
——————————— CTGCCTGS— ,
Adf-1_M00923 1.2380e-04 SGCYGCMGYCGCTGMMNKYG Ec CT CC CT
mYT fATT TC AA*TT*
CTGCCTGS—————
AP-2_MO00915  1.6718¢-04 OGN cc c. C
———SCAGGCAG-——- .
AP-2_MO00800 2.3799¢-04 SCSSCRGGCNRNRNN H ool CA c
YAV EGT LAY A A
CTGCCTGS )
Ttk_MO00009 4.4373e-04 _GTCCTGE i TCCT C
==
————CTGCCTGS .
Ets_MO00771 4.9584¢e-04 NNNRCTTCCTG— H CT T
, ==L2TA <
o Ets:2 MOOM0
c-Ets-2_M00340  1.0147¢-03 SCACGGCAG————- ;
RCAGGAAGTNNNT AC T T
HACE _ZA
SMAD3_MO00701  1.0174¢-03 SCACGGCAG—— b TCT C
——AGNCAGAC T
Ets_ M00971 1.4922¢-03 S;igggig T
- Q i I
M13 M MI3 rev

CT-CCTOCT ACCAGESA

nnnnnnn

mmmmmmmmmmm
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forward
Name E value
PU.1_MO00658 3.4259e-09

GCR1_MO00046 7.6565e-07

Elf-1_MO00746 2.1140e-06
Ets_MO00971 5.6671e-06
MAF_MO00648 6.7893e-06
PEA3_MO00655 2.0469e-05

c-Ets-1_MO00743  3.1957e-05
Tel-2_MO00678 1.2592¢-04
MZF1_MO00084

1.6171e-04

NERFla_M00531 4.0532e-04

Stamp Results

reverse compliment

Alignment

AGGAGGMAG
——GAGGAAG

—CTKCCTCCT
GCTTCCWC—--

—CTKCCTCCT-
AYTTCCTCTTN

AGGAGGMAG
——NAGGAAG

AGGAGGMAG——————
NGRRGGAAGTKKNSN

AGGAGGMAG
———MGGAWG

—CTKCCTCCT
GCTTCCK——-

AGGAGGMAG—--
—-—CAGGAAGTA

CTKCCTICCT————
—TTNCCCCTCNNN

———————— CTKCCTCCT
SNNASNYRCTTCCTGNY

04/30/14

Motif

PUL_M00533

Qs

GCRL_MO006

L1100z

EIf-1 M08

Ets_MO0S7L

EQTTCCT

MAF_M00648

iéA A AA CT

DPEA3_MOKSE

T

cEts-L MOUT43

(0Rale

Tel-2 MOO6TS

TICTICEr

MZEL Moo034

Y GAG aa

pa———— g ALty e =]

. NERFLs M0033L

- A AA ELQIEIE

M1

MI7 rev

M" CTlrer00T “AGGacaCl

nnnnnnn

mmmmmmmmmmm
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Stamp Results 04/30/14
orwar reverse Comp iment
d li
Name E value Alignment Motif
ARF M00438  1.7356¢-06 AGGAGACAG T C C
——GAGACAA T
AGGAGACAG--— .
SMAD3_M00701 7.8447¢-05 o eacme i TCT CT
" YY1 300069
—————————— CTGTCTCCT .
YY1 _M00069  7.2844e-04 eNOCCATCeT T L CTT -
mg”Aél\ GG CiE A
~~CTGTCTCCT——~ .
SMAD4_M00733 1.1199¢-03 Tk OIS : A CT
T3R_M00963  1.5102-03 “AGGAGACAG QCT
NAGGWCAN——
‘:CA —
——————————— CTGTCTCCT--- .
ABF1_M00399  2.3181e-03 NNTCNNGCCACGTGTCCCNNNNW ET C .
LBSL ST 1Y Cigen
NF-E2._ M00037  2.9520e-03 ~CIGICTCCT c TCA
GCTGAGTCAY P
V.94 ClLy<=T
N Poly M21L
Poly MO0211  4.4865¢-03 “CTGTCTCCT
GTGGTCTC—- C C
- A =
E2A_MO00804  4.7546e-03 —--crercIccer-
CACCTGNCNCNKN CC Q <
M jE0=0-4 = I
BRK_M01096  1.0110e-02 CTCICTCCT C A
NTGGCG———
M30 MW rev

CACCETOC ‘CEACACTE
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Name

SMAD4_MO00733

ERF2_MO01057

MAZ_MO00649

forward

E value

4.8026e-05

2.1881e-04

2.1983e-04

CAC-binding_ M00720 5.0895e-04

Dde_M00304

repressor_MO00014

Tra-1_M01048

ETF_MO00695

KROX_M00982

TFII-I_MO00706

9.3263e-04

1.0303e-03

1.2740e-03

1.6054¢e-03

2.0308e-03

2.1533e-03

Stamp Results

reverse compliment

Alignment

————— CAGCCTCC—
NSRKNCAGMCANCY

GGAGGCTG
GGCGGC—-

CAGCCTICC-
—-—CCCTICCC

—-—CAGCCTCC
CCCASCCY——

GGAGGCTG———
———GGCTGAGC

—————— GGAGGCTG--
NNYNTNGGCGGCTANN

CAGCCTCC—
——ACCWCCC

-GGAGGCTG
NGGCGG———

CAGCCTICC—————
CCGCCCCCNCNNC

———GGAGGCTG
GANGKAGG———

04/30/14

Motif

733
. SMATM_M0073;

%LTQATEQA )y A Ql

—

FRF2_MO10S7

(:cClicC

N MAZ Moog#h

f
3"

- e ==

CAC-binding MOOT20

Hy A T

m—I—c;A L &=

Dde_MOONM

‘zc|Calile

epressoe MU0

..

Tra-1 MOI043

A L
N ETF_ 00635
f
" C
-
== = A

KROX_M0o0%82

5"CQ Cg C.cC

v =N TAV=

TEILL MG

N o ol |

M51

MEL_rev

oCrrreA’ CTeanate
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Name

PBF_MO01130

BPC1_MO01126

TGIF_M00418

STE12_MO00664

TFIIA_MO00707

BLIMP1_MO01066

COUP_MO00765

PPAR_M00763

PPAR,_M00762

Stamp Results

forward

E value

3.6754e-06

1.5876e-05

2.5540e-05

3.0015e-05

5.3136e-05

1.0792e-04

1.9901e-04

3.0032e-04

3.2175e-04

C-EBPgamma_MO00622 3.5869¢-04

reverse compliment

Alignment

CCTTTCAG
CCTTT——-

CCTTTCAG
-NTTTC——

CCTTTCAG——
GCTGTCANNW

CCTTTCAG
—GTTTCA-

———CCTTTICAG
SNYCCTYNNAK

—-CCTTTCAG————
YMCTTTCMCTTYC

——CCTTTCAG——
GACCTTTGNCCC

—-—CTGAAAGG——
NGGNCAAAGGTC

———CCTTTCAG—
TGACCTTTGNCC

—-——CTGAAAGG—
WTITYTGAAATNA

C A A
0»2_._ -

I
&

04/30/14

Motif

PBF MOLLX

ARKG..

BPCI_MOLL2G

A

- e

TGIF Mi4L3

e =

STEI2 MO0S64

. TFTIA_M00T07
"Al_ARUUA_C
5B
LCl=2AGllccGE
BLIMPI_M0L066

>

,AAéA T AAAzTé

3
N COUP_MN6s

el e

PPAR MO0763

AQCTT CC..

b -5
= = =S &
= ==

PPAR, MOOT62

G CAAA S

C-EBPgamma_M00622

LAk

IS

M6

M6 _rev

C00CACC00 6T

mmmmmmmmm

mmmmmmmmm
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forward

Name E value

CAC-binding_ M00720 4.6486e-08

KROX_MO00982 5.3723e-08
Spl_MO00931 3.8973e-07
Alfin1_MO00479 9.0084e-07

UFIH3BETA_MO01068 4.9751e-06

Spl1_MO00932 9.5369¢e-06
Sp1_MO00196 1.0727e-05
AP-2_MO00915 2.1345e-05
GC_MO00255 7.1714e-05
Dde_M00304 8.2373e-05

Stamp Results

reverse compliment

Alignment

GGGCTGGGG
RGGSTGGG—-

———CCCCAGCCC-
CCGCCCCCNCNNC

CCCCAGCCC
NCCCCGCCC

———CCCCAGCCC—-
MNNCCCCACNYNYN

—CCCCAGCCC——-
GCCCCTCCCCCRC

—-CCCCAGCCC——
NNCCCCGCCCNN

——GGGCTGGGG—
NGGGGCGGGGNN

GGGCTGGGG———
NGCCNGNGGNNN

——CCCCAGCCC—-
NNGCCCCGCCCNN

GGGCTGGGG
-GGCTGAGC

P
Fi

04/30/14

Motif

CAC-binding MOUT20

m—I—C:A L =

KROX_Mo0sg2

%%CQA cg egggg

[ A =

Spl_Mosd1

o T8 e ——

P
Fi

- -

. Alfinl_Moo79
A A

== = b
N UPLI3BETA MoI0gS

8

) T A Q
,TC TA
N SpI_0B32
= P L A ——
. SpI_W0I%6

C { &

=

AP MO9S

>
q
: m C
- ,:C o~
e — s Lo o ey

GC_M00238

= A FTATAEZT =

Dde MO0

'c|Calile

i

- GR6CT

M23 rev

CCCAGCCC
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Name

Sta

forward

E value

CAC-binding_M00720 7.5184e-09

Spl_MO00931

Sp1_M00932

Sp1_M00196

KROX_MO00982

GC_MO00255

Dde_M00304

Alfin1_MO00479

Sp1_MO00008

MTF-1_MO00650

4.9457e-08

9.1985e-07

1.0547e-06

3.5572e-06

7.71874e-06

2.5348e-05

4.3469¢e-05

4.5569¢e-05

5.9973e-05

mp Results

reverse compliment

Alignment

GGGCTGGG
RGGSTGGG

—CCCAGCCC
NCCCCGCcCC

—-—CCCAGCCC—-
NNCCCCGCCCNN

—-—GGGCTGGG—-
NGGGGCGGGGNN

—-———CCCAGCCC-
CCGCCCCCNCNNC

———CCCAGCCC——
NNGCCCCGCCCNN

GGGCTGGG—-
-GGCTGAGC

—-———CCCAGCCC—-—
MNNCCCCACNYNYN

—-CCCAGCCC
WCCCYGCCY

————— CCCAGCCC
NTGCACNCGGCCC

04/30/14

Motif

CAC-binding MOUT20

m—I—C:A L =

SpLW00331

Spl_Moox2

= e i

SpLY00196

C

== iés—-—éégf

>

KROX_Mo0%82

Ol ¢

[ AW =

GC_M00238

= A FTATAETN =+

Dde MO0

'zc|CaCe

Alffnl MOM7Y

=G S S

SpLI000S

M49

Me

b3
[ [
H H
v - o o T 0 ° ~

N9 _rev

ACCCAGA
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Name

RAP1_MO00213

CP2_MO00072

Staf_M00262

STAT_MO0777

GLI_MO01037

RCS1_MO00753

CP2-LBP-1c-LSF_M00947

STATx_M00223

Stamp Results

forward

E value

1.5257e-05

1.6291e-05

6.6463e-05

7.2900e-05

2.2459e-04

3.0528e-04

6.2235e-04

7.0839¢-04

Grainyhead-EIlf-1-NTF-1_MO00951 8.2697e-04

STATSA_M00460

8.2766e-04

reverse compliment

Alignment

————-TCTGGGT——
NRTGTATGGGTKY

TCTGGGT————
—CTGGKTNGNG

ACCCAGA-————
TCCNAGAANNNN

————— ACCCAGA
NGACCACCCAN—-

-TCTGGGT————
AANTGGGTGCAK

———————— ACCCAGA
CNRGNNNNANCCAG-

ACCCAGA-
TCCCRKAA

—ACCCAGA
AAACCRG—

TCTGGGT——
NNCGYRNTGCATKNTGGGWAN

Ezléc AgéngCQEEAQA <

‘
Ha

TCTGGGT
YNCNNGGAANNNNNNTTCNNNGA

04/30/14

Motif

RAPLMOO23

;ééA A (e,

-
CP2_hoodT2

.o Alcl

Stafl MOO262

STAT MOO777

>

A

=_ _= CIATE

GLIMoW03?

TuuTC.

m<3<_:| W =

RCS1_Mons3

T

CPLLBP-Le-LSF_MO04?

(Tt G

AT

STATx M2}

10Ge <A

Geainvhead-EM.1-NTE-1_M00S31

. b= -

STAT34 MO0460

2T =

MS57

ME7 rev

=0CAGACA ‘TETCTGG
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Name

RAP1_MO00213

SMAD_M00974

ARF_M00438

forward

E value

1.1768e-05

3.8483e-05

2.0738e-04

Hand1-E47_M00222 3.8360e-04

TGIF_MO00418

RP58_M00532

SMAD3_MO00701

HSF_M00641

SMAD4_MO00733

ABF1_MO00400

4.0153e-04

4.3269¢-04

8.1985e-04

1.7305e-03

2.5498e-03

3.0767e-03

Stamp Results

reverse compliment

Alignment

———YCCAGACA——
RMACCCATACAYN

—TGTCTGGR-
NWGTCTGNNN

YCCAGACA-
——GAGACAA

~——YCCAGACA-——-—
NNWNCCAGAYNCNNN

——TGTCTGGR
GCTGTCANNW

———TGTCTGGR
NAACATCTGGA

—-YCCAGACA
AGNCAGAC-

—-———TGTCTGGR
GAARCYNCKNGA

---TGTCTGGR——-
RGNTGKCTGNMYSN

YCCAGACA

NNCNNYNNCCACGTGGCCNCGACA

£

04/30/14

Motif

1
. RAPLMO213

%ééA A (e,

SMAD_MO0ST4

AV.

7T

ARE_ MOM433

fTT 0

HandI-B47_M00222

0"
O
=
P

RPS3_M0053)

%‘J\A Tc Ga

SMAT Mo%01

i

HSF W0g41

. Cc AA CTT

SMATM W00733

1;9AT29A ) A gl

. ABFI_MOK00

bWV

= f_tECEi

M21

M

~ ® o o

M2 _rev

nnnnnnn

SEPEoR [EVE VR vV BE o

mmmmmm

o o o
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Name

Nrf-1_MO00652

Egr-2_MO00246

Egr-3_MO00245

AP-2_M00189

Egr-1_M00243

NGFI-C_M00244

E12_MO00693

HEN1_MO00058

AP-2_MO00800

myogenin_MO00712

forward

E value

1.0542e-08

1.7368e-05

3.3621e-05

4.3040e-05

5.7329e-05

2.4894e-04

5.5002e-04

5.9622e-04

5.9711e-04

1.0375e-03

Stamp Results

reverse compliment

Alignment

—-GCGCMTGCGC
YGCGCAYGC——

GCGCMTGCGC—
MCGCCCACGCA

GCGCMTGCGC—-
ACGCCCACGCA

—-—GCGCAKGCGC
NCCCSCNGGCG-

—GCGCAKGCGC
TGCGTGGGCGK

GCGCMTGCGC—
CCRCCCACGCA

——GCGCMTGCGC
NNNCACCTGY—-

——————— GCGCMTGCGC-——-
NNNGGNCGCAGCTGCGNCCNN

—-GCGCAKGCGC————
SCSSCRGGCNRNRNN

GCGCMTGCGC
—CASCTGN--

ﬁjiA

f
i

04/30/14

Motif

1 V0062
. Nt 0068

[ |
A A C CA

Egr-1_ MO0

)

=

Eard M5

<>
—

X A

[===A i

N AP2_MNLEY

)
Ha
g pl A AeS=C =220 =

3 )
. Eer-1M00243

iﬁIAgT

NGFI.C_MI0M44

e

BRI \mm

A E=S —==

HENL M0o0s3

G .C (.

7T77A7<

AP2 MN300

b
g CCCA C_T*A _

myogenin MIOTL2

CAc.T

M33

JUkY

M3 rev

(e0Calic eCricC
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Name

AP-2_MO00915

Egr-3_MO00245

Egr-1_M00243

Egr-2_MO00246

NGFI-C_M00244

PCF2_MO00948

p53_MO00034

MEF-3_MO00319

EBF_MO00977

Stamp Results

AP-2alpha_MO00469 9.4325e-04

forward reverse compliment
E value Alignment
——CCTGGGC——-
7.2559¢-05
NGCCNGNGGNNN
——GCCCAGG—-—
8.0740e-05
ACGCCCACGCA
——GCCCAGG—-—
1.0686e-04
MCGCCCACGCA
——GCCCAGG—-—
1.3709e-04
MCGCCCACGCA
——GCCCAGG—-—
1.7687e-04
CCRCCCACGCA
———GCCCAGG
8.1500e-04
NGGNCCCAC-
——————— CCTGGGC—————
8.4847¢-04
RGACATGCCCGGGCATGTC
GCCCAGG—————
8.9846¢-04
GSTCAGGTTWCN
GCCCAGG———
9.2049¢-04
NCYCWRGGGA
GCCCAGG—
SCNNNNGG

y
Ha

T
%TC

04/30/14

Motif

AP2_M91E

Cgﬁc_ [

Egr-3 MO0

<>

T

X A

JE=—A L]

. Ear | M2y

A9
—

.
Egr-2_ MO0

"D

=

—

NGFI-C_MI0MA4

CT clly

PCE2MO0%48

i 000ac

PS3 MO

%AA i

MEE-3 Mo03Ly

1

EBF 00977

B,C€szAA ;

AP-2alpha MO6Y

M47

M7

Cr6atC.C

N7 rev

_GCTCAC
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
GNGCTCAG—— .
Dde_MO00304  2.9494¢-06 P 3 CTC " C C
—-——CTGAGCNC .
CDC5_MO00361  2.8443e-05 NSCGOTORGE : CTcA C ~
T
CTGAGCNC .
PXR_MO01153 3.3444e-05 eARCTN 3 A TTCA
--GNGCTCAG .
Pax_MO00808 3.1533e-04 CCOARCTIAC T AACTcAC
F-S === Y s =P -
——————————— CTGAGCNC-- .
HEN1_MO00068  6.7507e-04 NNNGGNCNCAGCTGNGNCCNN : C Ac CC
y==2r A_WIRA|VET TYS,
~CTGAGCNC .
GATA-2_MO00349 8.8328e-04 INTIATCTS F A A A A
= T
CTGAGCNC .
LF-A1_MO00646  8.8423e-04 TreASeC : TC A
S, la==A VT A
N MEE-3 M00319
MEF-3_M00319  1.9004e-03 CTGAGCNC A TT C
NGWAACCTGASC—— T
,<C clAT_
RXR _MO1152  2.2190e-03 CTGAGCNC A TTCA
-TGAACTN
AR_MO00962 3.0463¢-03 CTGAGCNC A “
NNNTGCTC C
K= F--= J EEE-
M55 MES rev

g‘}CA T AC g‘}CTCACCI
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Name

AREB6_MO00412

USF_MO00796

myogenin_MO00712

MyoD_MO00184

Stral3_MO00985

E12_MO00693

SREBP-1_M00220

AREB6_M00414

RAV1_M00344

MyoD_MO00001

forward

E value

1.2319e-06

5.2501e-06

9.9914e-06

1.7463e-05

3.0631e-05

3.0776e-05

4.8799¢-05

5.4021e-05

5.8071e-05

7.4536e-05

Stamp Results

reverse compliment

Alignment

———CAGGTGAG—
RNWCAGGTRNRN

—CTCACCTIG——
NSTCACGTGNN

CTCACCTG—
——CASCTGN

——CAGGTGAG
GNCAGNTGN-

——CTCACCTG——-—
NNNTCACGTGANN

—CAGGTGAG—
RCAGGTGNNN

—-—CAGGTGAG
NTCACGTGAT

———CAGGTIGAG
NNMCAGGTGYN

————CAGGTGAG
NNNNCAGGTGN-

——CAGGTGAG—
NNCAGGTGNYN

A
réCA—-—<: ‘

T T C A

5ATC Cella.
:A cc L.

04/30/14

Motif

2
. AREBG MOMI2

c T

USF_M0I™36

CQ Tise

myogenin MOO7L3

MyoD_ho0184

[ C IT

Stral3_MOW9SE

= —~

12 M006%3

. A V- e

SREBP-1 M0022

AREB6 MOM14

RAVLM00X4

MuoD) Mot0L

L
A=Vl lTcel 1=Cx

M29

]

CTCCTCT.

M rev

CAGAGCAC
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
HSF_M00167  5.8941e-06 ———CTCCICTE— w AA AA AA
NTTCNNTTCNNTTC
VIR AVOA AVA0
~CAGAGCAG .
Eve_M00629 6.3835¢-05 CeneNa S ! A C . C
LMAF MoLL®
CTGCTCTG ,
LMAF_M01139  7.0501¢-04 CrocTens N CA CA
ng
~CTGCTCTG w
XPF-1_M00684  8.2279¢-04 Ry ; A AC
N AT AC C
AR_MO00962 1.0230e-03 ~-CICCICTG A
NNNTGCTC—— C
=0 F: -0 I NI
——————— CTGCTCTG
GR_M00205 1.1014e-03 TACANNNTOTYOTE ACA '|'
TCTTC—A<A:A
~——CTGCTCTG——~
HSF_MO00170  1.1650e-03 TTeNNTONN G TTC AA AA
LIV AR ~VAD
Dde_MOONM
Dde_M00304  1.5392¢-03 ~~CAGAGCAG 5
GGCTGAGC—- A C
Pax-1 M00326  1.5757¢-03 CAGAGCAG———~ c AAA
ATATCTAGAGCGGAACG
. A
GR_M00921 1.8057¢-03 CAGAGCAG T T C
—-AGNACAN T
M45 M4E rev

. it
3 |
. <=
- N o % m .

o€ *GeCaCACC
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
GCCAGAGC .
Dde_M00304 1.9571e-05 e o C " C C
~GCCAGAGC .
BRK_MO1096  5.2336¢-05 I 3 C A
:_-_ Ere Y0629
GCCAGAGC-- ,
Eve_M00629 2.9803e-04 eSS P A c C
_:TC CT
~—~GCTCTGGC 5
HAC1_MO00730 6.3960e-04 CACACCOTCRE : CA c
{ &
ABA=C CalX
Hand1-E47_M00222 1.2470e-03 ~~GCCAGAGC———— w
NNWNCCAGAYNCNNN A
—x AV | (oET7xTx
———GCCAGAGC—-
ZID_MO00085 1.3644¢-03 CRTCATReAGeC T ATC AEC
AP-4_MO00005 2.0352¢-03 ~~GCCAGAGC—————-
MNGNCNNCAGCTGNNNN
c:.CT 7A T
GC_Mn2ss
GC_MO00255 2.6556-03 ~-GCICIGEC -
NNGCCCCGCCCNN
T=EA TATAEZ T =+
ZBRK1 MO1105  2.9213¢-03 GCTCTCEC
AAANNNCTGCKSCC ce
N YGEA =34
Zta._MOO711 3.0524e-03 ~~~GCCAGAGC-
TGWGYCANNNTN A Al
—<c=_ ITEVA
M32 MR MY rev

CxCTCCA 'TCCAGA
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
TGCAGRG———
Eve_MO00629 1.6856e-05 NGNS SN 3 C C
:TC AT
————— CYCTGCA .
Nrf-2 M00821  3.0495e-04 reAcTeacCs * et A
,ECEALTT L_
N - ¥laf V003
———TGCAGRG-———————
v-Maf_MO00035  6.1649¢-04 e - CT Ac .
, ==oAlsl T-rf-:-A YA
COUPTF_M01036 1.0509¢-03 TECAGRG == o
NKNNRNGKNNAAAGGTCANNNN AC TT C
= —==tEl CCAA e C:zg?
TGCAGRG— )
Ttk_MO00009 1.2118e-03 e 5 TCCT C
C
TGCAGRG 5
MAZ MO00649  1.8034e-03 cooaog ;
B R = =N
Dde. M00304 2.6414e-03 TGCAGRG—
GGCTGAGC A C
VA‘-i HSF X00641 o
HSF_M00641 27229¢-03 CYCIGCA
GAARCYNCKNGA cA A
IVecl2a c
KAISO_MO1119  4.2511e-03 ~~TGCAGRG 'CCT c A
NTNGCAGGA
E2A_ M00973 5.0154e-03 TCCAGRG A CT
RNCAGNT
< " —
M54 M4 rev

CAGACTOC GEACACT!
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Name

SF1_MO00727

SF1_MO01132

forward

E value

1.2206e-04

5.4356e-04

NF-kappaB_M00208 5.8508¢-04

MAF_MO00983

COUPTF_MO01036

HNF4_M01031

HNF4, M00967

NF-E2_MO00037

Nrf-2_M00821

SZF1-1_MO01109

6.6460e-04

9.1467e-04

1.0050e-03

1.0496e-03

1.3854e-03

1.4252e-03

1.5413e-03

Stamp Results

reverse compliment

Alignment

CAGRGTCC
CAAGGTC—

—CAGRGTCC
NCAAGGTN-

——CAGRGTCC—-
NGGAAARTCCC

—GGACYCTG—
NTGACTCANC

~—CAGRGTCC-———————————
NKNNRNGKNNAAAGGTCANNNN

—-—GGACYCTG———
NTGRMCTTTGNNC

——GGACYCTG
NTGGACYT—-

—-GGACYCTG—
RTGACTCAGC

——GGACYCTG—-
NNTGACTCAGCA

—————— GGACYCTG
CNGCTGWTACCCTG

’ T Ty

04/30/14

Motif

SFLV00T2F

QT

SFLM0113

ACCTL

NFappaB M0

MaF_Mo0s3

' TOAGTC

= W W

COUPTF_M0L036

= —==tER CCAA ﬁg G X_ C

HNF4_ V01031

J\AA 0

HNE4, M00%6?

iAﬁ;IQQA

N SEE2 Mow3?

SZF1-1.M0L109

%CA Tarchue G

M44

M rev

AGAGCC ‘GCCTTCT
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
GGCTTCTS
PEND_MO1015  2.5550e-04 CACTTCTT AA AA T
i B
GGCTTCTS—————
GCR1_MO00337 2.9491e-04 e c ch
= GGCTTCCACTWTT A
T|WheréTr
cEfs-L MOOT43
GGCTTCTS .
c-Ets-1_MO00743  6.4588e-04 CGCTTCCK H A AA
K= T
GGCTTCTS- .
GCR1_M00046  8.2414e-04  eeTTeeHe : CTTCCAQ
~SAGAAGCC .
Sry-beta_MO00666 8.6661e-04 R — ¢ C ATCTCT
in o
—————— SAGAAGCC—————————~— |
CCAAT_MO0200  1.2654e-03 ANNWGNGNNRRGNNNGNTGATTGG ’ MTCA C C C
. Afe.T_ 2 10 vTJAn
N GZF1_M0L06) -
~—SAGAAGCC— .
GZF1_MO01069 1.3885e-03 TATACANGCGE i TC A A
. =LA
N HSF_M0og41
HSF_MO00641  4.0282¢-03 SAGRAGELC——~—~—
—~—GAARCYNCKNGA cA a T
LN VVFCU=ATC
p53_M00761  4.1045¢-03 SAGRAGCC™
GRCAWGNCN AC Aa
LA W
dI_M00043 5.3029¢-03 —SAGRAGCC
NGGAAAAACC TT
M53 ME3 rev

CTTCxeC GelalAl
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
CTTCTGCC .
PU.1_M00658  2.7315e-04 rroonos 5 A“
CcA
GGCAGAAG- m
TALI_M00993  2.7607e-04 p— CCA CT -
e
Nif:2 Mo0108
——CTTCTGCC
Nrf-2 MO0108  3.6743e-04 reTTocan. AA
PEND_MOI1015  3.9337e-04 ~CTICTCCC AA AA
ACTTCTT—-
A_=
GGCAGAAG-——— )
GABP_M00341  5.9623¢-04 oo eaen C c c.
CTTCTGCC ;
LMAF MO1139  1.5478¢-03 reeTeas 5 CA C
VAA
GGCAGAAG .
Ttk_MO00009 1.6555¢-03 b ; CCT C
=
N Adf-1 MOOLTL
Adf-1 M0OO171  2.8662e-03 CECAGRAG——
NMNGCNRCRGCRGCG CC C c
vg Sl vy DD &= =
c-Ets-1_M00743  4.3288¢-03 ~CTICTECC A
GCTTCCK-- ~ A
= o
Dde_M00304  4.6719¢-03 CTTCICCC
GCTCAGCC C A C
M7 M7 ey

?
&
H

L)

wwwww

(666 “CCO00CH00e

mmmmmmmmmmmmmmmmm
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Name

GC_MO00255

forward

E value

4.5763e-13

UFIH3BETA_MO01068 2.0896¢-12

ZNF219_MO01122

Sp1_MO00196

Spl_MO00931

Spl1_MO00933

KROX_MO00982

MAZR_M00491

Alfin1_MO00479

ABI4_M00958

1.2592e-11

3.9909e-11

1.7229¢-10

3.1431e-10

3.4872e-10

1.7190e-08

2.1254e-08

6.1750e-08

Stamp Results

reverse compliment

Alignment

GGGGGCGGGGC——
NNGGGCGGGGCNN

GCCccaeeeece—-
GCCCCTCCCCCRC

GGGGGCGGGGL
GGGNGGGGGGN

—-GCCCCGLeecee
NNCCCCGCCCCN

GCCccGeeecee
NCCCCGCCC—-

GCCccaeeecee
——CCCKCCCCN

-——GCCCCGCCccce
CCGCCCCCNCNNC—

GGGGGCGGGGC——
—SGGGGGGGGMNN

—-—GCCCCGCCCCC—-
MNNCCCCACNYNYN

GGGGGCGGGGL—-
——GGGCGGTGCN

ol CC

04/30/14
Motif
s GC_M00238
T=EA TATAELT =
. UFLH3BETA_Mo1063
,T7C TA

INEUS MOLLR

" WiwG_ceC

SpLY00196

C

== L)-4 e =S N

SpLY00331

4 P ALy

Spl_W00533

QCQTCCQAQ

KROX Mo0%82

%‘7CC cg C.C

e

N MAZR Mo49L

f
i

T A VT e

» Alinl_MO0479

P
Fi

AA

ABI4 MO09s8

M15

nnnnnnnnnnnnnn

nnnnnnnnnnnnnn

64



Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
—GGGAGGGGGMGGGG .
KROX_MO00982 4.5445¢-12 S ; c CC
G,QIQ TA ;Qg‘z:g
—CCCCKccececeTcecece .
UFIH3BETA_MO01068 1.5344e-10 oo eetoemo i A Q
,T7C TA
N MAZ M00g49
CCCCKccceecerTecece .
MAZ_MO00649 3.8481e-09 T B ; A
- e = ==
CCCCKccceecerTecee .
Spl_M00933 1.1989¢-08 cexeooo o EQCC C
LB E=S_ Tg%
—CCCCKcceeceTecece .
Spl_MO00931 1.4549¢-08 otemaa ot :
——CCCCKcceeceTecee .
Spl_M00196 1.6412¢-08 NeCeeteao ; C
p— 7—9—5—-*&%92
ZNF219_M01122 1.6709¢-08 CEEAGEEGEEMEEEE
GGGNGGGGGGN——— CC
=N AGA
N MAZR_MOM9L
MAZR_M00491 9.8834¢-08 cecerececeetcee
——NNKCCCCCCCCS
GC_M00255 3.9822¢-07 - -cccereccceTeee
NNGCCCCGCCCNN————
= A FTATAEZT =
Sp1_M00932 5.9741e-06 —cecereccccTece
NNCCCCGCCCNN———— C
M34 MM rev

0C:C000C

(LCHC
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
GGCGGCGG
ERF2_MO1057  4.9441¢-09 e w CC CC
——GGCGGCGG————— .
Adf-1_MO00171  1.2268e-07 MNCCNRCRGCRECE : c 11 c
R4l S s el ) C s
N ETF 300695
CCGCCGCC .
ETF_M00695  1.6885¢-06 Cecoe s j C
=Wy X4
————— GGCGGCGG .
KROX_MO00982  3.1966¢-06 NGNGGGLGeeG ] C CC
m91& A ;Q%gg
--CCGCCGCC—————————~ .
Adi-1_M00923  1.4126e-05 SGCYGCMGYCGCTGMMNKYG "CCT CCCCT oc GO
mYTTC ATV TCVAZ oy
—GGCGGCGG— ,
ABI4_MO00958  1.5780e-05 e - CA c cc
AP-2_M00189  2.2821¢-05 ~GECEGEEE |
CGCCNGSGGGN c C
T R A
. Ber 0807
Eer M00807  4.9841¢-05 —ceeceeees
NYYGCSCCCA T C
T==avlas= #AE
SpI_M00931  6.6760e-05 ceeecaee
NCCCCGCCC
SpI_M00933  1.0988e-04 CECEECGE- C
NGGGGMGGG
b,fAA—A‘-i _I_A<3
M20 : M2 M20_rev
a0AG CTOCAO0CE
n C

nnnnnnnnn

nnnnnnnnn
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Name

GC_MO00255

Sp1_MO00196

KROX_MO00982

Sp1_MO00933

Spl_MO00931

Alfin1_MO00479

Sp1_MO00932

ABI4_M00958

forward

E value

4.0909e-08

7.6821e-08

8.9319¢-08

1.2274e-06

2.7865e-06

1.3092e-05

4.0840e-05

5.2311e-05

UFIH3BETA_MO01068 6.2238e-05

Zic2_M00449

6.2954e-05

Stamp Results

reverse compliment

Alignment

———CTCCRCCCC-
NNGCCCCGCCCNN

—-—CTCCRCCCC—
NNCCCCGCCCCN

GGGGYGGAG————
GNNGNGGGGGCGG

-GGGGYGGAG
NGGGGMGGG—

—CTCCRCCCC
NCCCCGCCC—

———CTCCRCCCC——
MNNCCCCACNYNYN

——CTCCRCCCC—
NNCCCCGCCCNN

GGGGYGGAG——
—GGGCGGTGCN

—-CTCCRCCCC———
GCCCCTCCCCCRC

CTCCRCCCC
NACCACCC—

04/30/14

Motif

GC_M0023

= v.\ TATALT =

SpLW00I96

CWea.

=_—=AaAvVlila_ raav-

KROX Mossy

%’CC CC

SpLY00533

- ATC —.—Ac

SpLY00331

m,

Alinl_M00479

=

4

Spl_W00932

== P ALy

ABI4 Mows8

%A;CA (G

UFLH3BETA_MO01068

Hy T A Q

,7C TA

Zicd M09

anere] P

M22

i)

M2D_rev

CTECTCC GaAGA
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Name

WT1_MO1118

Nrf-2_M00108

MAZ_M00649

PU.1_M00658

GAL4_MO00198

forward

E value

2.8333e-05

3.2163e-05

7.0083e-05

1.0018e-04

1.0090e-04

UF1H3BETA_MO01068 1.3968e-04

GAL4_MO00049

Tra-1_MO01048

Ttk_MO00009

TFII-I_MO00706

1.8919¢-04

4.8305e-04

5.3972e-04

6.9259¢-04

Stamp Results

reverse compliment

Alignment

GGAGGAG—
GNNGGNGN

CTCCTCC——
SNCTTCCGG

CTCCTICC-
—-CCCTCCC

—-CTCCICC
CTTCCTC-

NGYTCGGNNNANAGNNNNCCG

—-CTCCTICC—————
GCCCCTCCCCCRC

——————————— CTCCTCC-——-
NNCGGNNNACWNTNSTCCGAAS

CTCCTCC-
—ACCwWCCC

GGAGGAG
GCAGGAC

———GGAGGAG
GANGKAGG—-

04/30/14
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Sequence logo generation powered by weblogo
STAMP is written by Shaun Mahony
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http://weblogo.berkeley.edu/
http://www.benoslab.pitt.edu/shaun/
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